Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.003 Å; R factor = 0.051; wR factor = 0.148; data-to-parameter ratio = 14.3.
Monoclinic, P2 1 =c a = 11.305 (4) Å b = 11.422 (2) Å c = 11.963 (2) Å = 102.32 (4) V = 1509.1 (7) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 294 (2) K 0.48 Â 0.42 Â 0.40 mm
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: none 3836 measured reflections 2808 independent reflections 1569 reflections with I > 2(I) R int = 0.005 3 standard reflections every 200 reflections intensity decay: 0.3% Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.148 S = 1.02 2808 reflections 197 parameters H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.18 e Å À3 Data collection: DIFRAC (Gabe & White, 1993) ; cell refinement: DIFRAC; data reduction: NRCVAX (Gabe et al., 1989) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97.
In the molecule of the title compound ( Fig.1) , the bond lengths and angles of the phenylidane moiety are comparable with those observed in 1,1,3,-trimethyl-3-phenyl-2,3-dihydro-1H-indene (Men et al., 2008) . Ring A (C1-C6) and B (C13-C18) are planar and have a dihedral angle of 72.5 (1)°. The B ring forms a dihedral angle of 27.1 (3)° with the plane defined by the indane Csp3 atoms C7, C9 and C10. The torsion angles O1-N1-C3-C2 and O2-N1-C3-C4 are -174.3 (2)°a nd -176.5 (2)°, respectively. The distances of the O atoms to the plane through the adjacent benzene ring are 0.113 (4) Å and 0.064 (4) Å, respectively. The five-membered ring of the indane fragment adopts an envelop conformation, with the unsubstituted C atom acting as the flag atom, deviating 0.412 (3) Å from the plane through the remaining four atoms.
Experimental
To a three-necked, 250 ml flask equipped with a mechanical stirrer, 23.6 g (0.1 mol) 1,1,3-trimethyl-3-phenylindane, dissolved in 75 ml chloroform, was added. The flask was placed in an ice bath at 273 K. A previously mixed acidic solution containing 39.6 ml H 2 SO 4 and 13.2 ml HNO 3 was added dropwise to the phenylidane solution over 4 h at 273 K. The chloroform phase was isolated and washed with an aqueous bicarbonate solution and then with distilled water until neutral.
The chloroform was removed with a rotovaporator, thereby yielding a viscous yellow liquid, which was recrystallized from methanol, afforded a light yellow powder (22.0 g, yield 78%, m.p.452-455 K). Single crystals suitable for X-ray diffraction were obtained at room temperature by slow evaporation of ethyl acetate over a period of several days.
Refinement
H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined with a riding model (U =0.06688-0.08804 Å 2 ) Figures   Fig. 1 . The molecular structure of (I), with displacement ellipsoids drawn at the 30% probability level. 109.5 C15-C16-C17 120.4 (2) H8A-C8-H8B 109.5 C15-C16-H16 119.8 C7-C8-H8C 109.5 C17-C16-H16 119.8 H8A-C8-H8C 109.5 C16-C17-C18 118.7 (2) H8B-C8-H8C 109.5 C16-C17-H17 120.7 C10-C9-C7 108.33 (17) C18-C17-H17 120.7 C10-C9-H9A 110.0 C13-C18-C17 120.7 (2) C7-C9-H9A 110.0 C13-C18-C7 111.63 (19) C10-C9-H9B 110.0 C17-C18-C7 127.7 (2) C7-C9-H9B 110.0 C6-C1-C2-C3 0.2 (4) C7-C9-C10-C11 91.7 (2) C1-C2-C3-C4 0.5 (4) C12-C10-C13-C18 134.8 (2) C1-C2-C3-N1 179.2 (2) C11-C10-C13-C18 −102.8 (2) 
